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GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGATTCTTCAGAGGTCTACCACTGGTG 
CATACTCTAATC^CAGTGTCGAAAATTTTAC^CCAC^AAATGTTACATTCTGTTCTTCAAGCACCTATGTCAACCCTC^ 
ACACGTTGAAAGCAGGTGGGATTCTTAATAGATTCTCC^AAGATATAGCAATTTTGGATGACCTTCTGCCTCTTACCAT 
ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGCAGTTTTACAACCCTACATCTTTGTT 
G CAACAGTGC CAG TGATAGTGG C T TTTAT TATGTTGAGAGCATAT T TC CT C C AAAC C T CACAG CAAC T CAAA C AAC TGG 
AATCTGAAGGCAGGAGTCCAATTTTCACTCATCTTGTTACAAGCTTAAAAGGACTATGGACACTTCGTGCCTTCGGACG 
GC^GCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAATTTACATACTGCC^ACTGGTTCTTGTACCTGTCAACACTG 
CGCTGG TT CC AAATGAGAATAGAAATGATT T TTG T CAT CTT CT T CATT G C TG T TAC C TT CATT T C CATTT TAACAACAG 
GAGAAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCAGTGGGCTGTAAACTC 
CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 
ACCAAG T C AAC CAAAC CATACAAGAATGG C CAAC T CT CGAAAGT TATGAT T ATTGAGAATT CACACG TGAAGAAAGATG 
ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCA,CAGCAAAATACAC^GAAGGTGGAAATGCC^TATTAGA 
GAACATTTCCTTCTCAATAAGTCC TGG CCAGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAG TACT TTGTTA 
TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGAAATCCAGATCGATGGTGTGTCTTGGGATTCAATAACTTTGCAAC 
AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAACATTTAGAAAAAACTTGGATCCCTA 
TGAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTTGGGCTCAGATCTGTGATAGAACAGTTTCCTGGG 
AAGCTTGACTTTGTCCTTGTGGATGGGGGCTGTGTCCTAAGCCATGGCCACAAGCAGTTGATGTGCTTGGCTAGATCTG 
TTCT CAG T AAGGCGAAGAT CTTGCTGCTT GATGAAC C CAG TG C T CATT T GGAT CCAGTAACATAC CAAATAATT AGAAG 
AACTCTAAAACAAGCATTTGCTGATTGCACAGTAATTCTCTGTGAACACAGGA 

T TTT TGG T CAT AGAAG AGAACAAAG T G CGG CAG T ACG ATT C CAT C CAG AAACTGCT GAACGAGAGG AG C CTC TT C CGGC 
AAGCCATC^GCCCCTCCGACAGGGTGAAGCTCTTTCCCCACCGGAACTCAAGCAAG 

Histidine tag Stop 
TGCTCTGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATCATCATCATCATCATTAG 
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